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The	   advent	   of	   high	   throughput	   next	   genera@on	   sequencing	   (NGS)	   has	  
created	   unprecedented	   opportuni@es	   to	   unravel	   how	   the	   informa@on	  
encoded	   in	   the	   genome	   is	  organized,	   indexed	  and	   intepreted	  by	   cells.	  
This	   has	   accelerated	   the	   pace	   of	   genomewide	   profiling	   of	   expressed	  
sequences,	   both	   coding	   and	   non-‐coding,	   the	   detailing	   of	   epigene@c	  
marks	  (DNA	  and	  chroma@n	  modifica@ons),	  and	  allowed	  to	  infer	  physical	  
accessibility	   and	   tri-‐dimensional	   organiza@on	   of	   our	   genome.	   This	  
genomic	   revolu@on	   is	   now	   permiVng	   systems-‐based	   analyses	   of	  
development,	  homeostasis	  and	  disease.	  
Here	  we	  will	  dwell	   into	  how	  new	  NGS	   technologies	  can	  be	  applyed	   to	  
the	   study	   of	   gene	   regula@on,	   in	   par@cular	   we	   will	   focus	   on	   the	   (i)	  
iden@fica@on	   of	   new	   categories	   of	   distal	   regulatory	   regions,	   (ii)	  
undertanding	   how	   oncogenic	   transcrip@on	   factors	   drive	   oncogenic	  
transforma@on	  and	  (iii)	  will	  provide	  insights	  on	  the	  mechanism	  of	  ac@on	  
of	   small	   molecule	   inhibitors	   which	   are	   now	   in	   clinical	   trials	   for	   the	  
treatment	  of	  several	  cancers.	  	  


