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Fig. 6 miR-30d enhances tumorigenesis and metastasis in vivo. a Tumor volume measured at the indicated time points after orthotopic xenograft of
MDA-MB-231–Luc control (CTRL, n= 8) or miR-30d decoy (dy-30d, n= 9) cells in SCID mice. p value: p= 0.00255667, p= 0.00021304, p=
0.00000072, and p= 0.00000029, respectively, at 7, 14, 21, and 28 days. b Representative images of immunohistochemical analyses (IHC) of markers of
Golgi (GM130), collagen deposition (Picro Sirius red), and CAFs (α-SMA) in serial sections from primary tumors in (a) (CTRL, n= 8; dy-30d, n= 9). Lower
panels show higher magnification of upper panels’ insets. c, d Quantification of immunohistochemistry markers analyzed in (c). e In vivo luciferase
quantification of lung metastases from mice in (a). (a) and (b) report the mean+/− SEM with CTRL (n= 8) and decoy-30d (n= 9) (p value: p= 0.0011
and p= 0.0265, respectively, at 28 and 35 days). f Whole-body in vivo luciferase quantification at the indicated time points of control or miR-30d decoy
MDA-MB-231–Luc cells injected intravenously in SCID mice (CTRL n= 6, dy-30d n= 9, p= 0.0011134, p= 0.0000023, respectively, at 21 and 28 days).
g Ex vivo luciferase quantification at 28 days in lungs explanted from mice in (d) (CTRL n= 6, dy-30d n= 9, p= 0.0004). h Schematic representation of
the mouse conditioning experiment. SCID mice were injected with medium conditioned by MDA-MB-231 cells transfected with control or miR-30d
inhibitor (IH-30d), before performing orthotopic xenografts. Metastases were evaluated after resection of primary tumors. i Confidence lines showing
whole-body growth of metastases at the indicated days after surgical removal of primary tumors (Wilcoxon rank-sum test; n= 8 for each group).
j Representative images of immunohistochemical (IHC) analyses for markers of proliferation (Ki67), collagen deposition (Picro Sirius red), CAFs (α-SMA),
and endothelial cells (CD31), in metastases from serial lung sections of mice in (h) and (i) (n= 8 for each group). Lower panels show magnification of
insets in the upper panels. k–n Quantification of immunohistochemistry markers reported in (j). All graphs report single data points, mean+/− SEM (p
value: *p < 0.05, ***p < 0.001, ****p < 0.0001 by two-tailed unpaired Student’s t-test). Source data are provided as Source data file.
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Figure 5. HMGA1 influences histone H1 nuclear distribution and protein expression. (A) 
Representative STED microscopy images of MDA-MB-231 cells silenced for HMGA1 (siA1_3) or 
treated with control siRNA (siCTRL) and immunostained for histone H1. (B–D) Box plots showing 
the median area, density, and mean intensity of histone H1 clusters. (siA1_3: n = 11; siCTRL: n = 14). 
(E) Western blot analyses to assess HMGA1 and histone H1.2 protein expression levels in MDA-MB-
231 cells silenced for HMGA1 (siA1_3) or treated with control siRNA (siCTRL). Representative WB 
analyses are shown together with red ponceau stained membranes to verify total protein 
normalization. The histogram graphs relative to Western blot analyses were obtained using 
densitometric analyses (siCTRL versus siA1_3). Bars indicate the means. Standard deviations are 

Figure 5. HMGA1 influences histone H1 nuclear distribution and protein expression. (A) Representative
STED microscopy images of MDA-MB-231 cells silenced for HMGA1 (siA1_3) or treated with control
siRNA (siCTRL) and immunostained for histone H1. (B–D) Box plots showing the median area, density,
and mean intensity of histone H1 clusters. (siA1_3: n = 11; siCTRL: n = 14). (E) Western blot analyses to
assess HMGA1 and histone H1.2 protein expression levels in MDA-MB-231 cells silenced for HMGA1
(siA1_3) or treated with control siRNA (siCTRL). Representative WB analyses are shown together with
red ponceau stained membranes to verify total protein normalization. The histogram graphs relative
to Western blot analyses were obtained using densitometric analyses (siCTRL versus siA1_3). Bars
indicate the means. Standard deviations are shown (n = 3). Statistical significance was assessed with
Student’s t test (*: p  0.05; **: p  0.01; ***: p  0.001). Molecular weight markers are indicated on the
left (kDa).
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F. NAPOLETANO 

Comprendere e intervenire sulle 
malattie dell’invecchiamento: 
Drosophila come piattaforma di 
discovery e di test farmacologici in vivo 

31 marzo ore 9 

M. GERDOL 
Genomica comparata dei bivalvi: verso 
una migliore comprensione del ruolo 
adattativo dei pan-genomi 

8 aprile ore 12 

G. SORRENTINO 
Cellule staminali adulte per la medicina 
rigenerativa e come modello di malattie 
epatiche croniche 

14 aprile ore 12 

M. PELIN 
Studi in vitro ed in vivo per la 
caratterizzazione di effetti tossici dopo 
esposizione cutanea  

28 aprile alle 12  

F. SORS 

Suono e sport: il ruolo delle 
informazioni acustiche 
nell’anticipazione delle azioni 
avversarie 

6 maggio ore 17 

M. RENZI Ecotossicologia: ricerca applicata e 
supporto alla gestione degli ecosistemi 12 maggio ore 11 

G. BAJ Morfologia neuronale e dinamica 
mitocondriale nella Sindrome di Rett  21 maggio ore 12 

M. MURGIA 

Associazioni spaziali per grandezze 
numeriche e non-numeriche: il ruolo 
dell'ordine e della magnitude negli 
effetti SNARC e simil-SNARC 

27 maggio ore 17 

F. MALFATTI Da definirsi 4 giugno ore 11 

A. BERGAMO 

Ricostruire in vitro il microambiente 
epatico per studiare caratteristiche e 
comportamento delle metastasi da 
carcinoma colorettale. 

10 giugno ore 12 

L. CINGOLANI 
Integrins in synaptic excitability: 
relevance for neurodevelopmental 
disorders 

17 giugno ore 12 

F. CANDOTTO 
CARNIEL Da definirsi da definirsi 


